3rd International AIDS Society

IAS Conferenceon HIV Pathogenesis and
@mm Treatment

Scientists and Health Care Workers
Camimitted ta HIVVAIDS

RiodeJaneiro - July 24 - 27, 2005

GENETIC DIVERSITY OF HIV TYPE 1IN RURAL EASTERN CAMEROON
IAS Conf HIV Pathog Treat 2005 Jul 24-27;3rd: Abstract No. MoOa0406

Ndembi N.%, Ngansop C.%, IchimuraH2, Hayami M 2, Kaptue L.

! Faculty of Medicine and Biomedical Sciences, Yaounde, Cameroon, 2 Department of Viral Infection and International Health, Kanazawa
University,Kanazawa., Japan, 8 Kyoto Research Institute, Kyoto, Japan

INTRODUCTION: To monitor the presence of genotypic HIV-1 variants circulating in
eastern Cameroon.

METHODS: Blood samples from 57 HIV-1-infected individual s attending three local
health centersin the bordering rura villages with Central African Republic (CAR) were
collected and analyzed phylogeneticaly.

RESULTS: Out of the 40 HIV-1 strains with positive polymerase chain reaction (PCR)
profile for both gag and env-C2V 3,12 (30.0%) had discordant subtype or CRF
designation: 2 subtype B/A (gag/env), 1 B/CRF01, 2 B/CRF02, 1 CRFO/CRFO1.A, 2
CRF11/CRF01, 1 CRF13/A, 1 CRF13/CRF01, 1 CRF13/CRF11, and 1 G/U
(unclassified). Twenty-eight strains (70.0%) had concordant subtypes or CRF designation
between gag and env. 27 subtype A and 1 F2. Out of the remaining 17 HIV-1 strains
negative for PCR with the env-C2V 3 primers used, 10 (58.8%) had discordant subtype or
CRF, and 7 (41.2%) had concordant one based on gag/pol /env-gp41 analysis. Altogether,
ahigh proportion (22/57, 38.6%) of the isolates were found to be recombinant strains. In
addition, an emergence of new forms of HIV-1 strains, such as subtype B/A (gag/env),
B/CRFO01 and B/CRF02, was identified. The epidemiologic pattern of HIV-1 in eastern
Cameroon, relatively low and high prevalence of CRF02 and CRF11, respectively, was
more closely related to those of CAR and Chad than that of other regions of Cameroon,
where CRF02 is the mog predominant HIV -1 strain.

CONCLUSIONS: These findings strongly suggest that this part of Cameroonisa
potential hotspot of HIV-1 recombination, with alikelihood of an active generation of
new forms of HIV-1 variants, though epidemiologic significance of new HIV-1 formsis
unknown.



050724
Basic | MoOaD406 | Nicaise Ndembi
14.1 174 14.1 Molecular epidemiology

Copyright © 2005- International AIDS Society (IAS). All information and content relating to the abstracts from the 3rd International AIDS
Society Conference on HIV Pathogenesis and Treatment, such as text, graphics, logos, button icons, images, audio clips, and softwareis
protected by copyright. Pemission is hereby granted for the non-commercial use or reproduction of the information on this web site, provided
that the use of such information is accompanied by an acknowledgement that IAS is the source of the information and the name of the author of
the article.

AEGI S is made possible through unrestricted grants from Boehringer [ngelheim, Bridgestone/Firestone Charitable Trust, Bristol-Myers Squibb
Company, Elton John AIDS Foundation, the National Library of Medicine, and donations from users like you. Always watch for outdated
information. This article first appeared in 2005. This material is designed to support, not replace, the relationship that exists between you and
your doctor.

AEGI S presents published material, reprinted with permission and neither endorses nor opposes any material. All information contained on this
website, including information relating to health conditions, products, and treatments, is for informational purposes only. It is often presented in
summary or aggregate form. It is not meant to be a substitute for the advice provided by your own physician or other medical professionals.
Always discuss treatment options with a doctor who specializesin treating HIV.

Copyright ©1980, 2005. AEGIS. All materials appearing on AEGI S are protected by copyright as a collective work or compilation under U.S.
copyright and other laws and are the property of AEGIS, or the party credited as the provider of the content. Permission is hereby granted for
the non-commercial use or reproduction of the information herein, provided that the use of such information is accompanied by an
acknowledgement that IAS is the source of the information and the name of the author of the article.



